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Additional materials to the article by A.V. Kuznetsov, D.N. Vtyurina   

"SPATIAL RECONSTRUCTION OF TRPC-MECHANORECEPTORS OF THE 

CTENOPHORE MNEMIOPSIS LEIDYI A. AGASSIZ, 1865" 

 

Pic. S1. The amino acid sequence of AFK83798.1 (ML234550a-PA) single polypeptide 

chain from ctenophore M. leidyi 

 

>AFK83798.1 Trp-C protein [Mnemiopsis leidyi]  

MSGYPDAEISGSGTKRNSLPHILLTRTESDLTMNPTTTPQQQQDLPLAAIEPDGLSETDFPSSSDEDNAD  

KDTMTSSLIQPDLSDEEAALKELDLALGDGHETLRIDSLDIDILTNHTFKRAESGSNSPLMSALKNSFSK  

QSSVANQMKKLISKGSLLSNNDDSRDKSSSNAAPTTVGDKFLVQVRDGNMEQIRKTLDQNPEVINFSNSY  

GVTALMLAVEKENNDLVRFLIEREADVNAISKNFQKETSLSRAAKAQNKELVRVLVEKGAEIQQALNCIC  

NPQIGNDWVNDEKAFSLTGVKMLVSPPILAATREPILTAFSVSNKLYILAKRREEYRDIYSSLAQECESF  

AYSFLDQCENLWEARRLLSKEMKIIDKAISSSKKEFVAHPFVQSLLKEQNFGKFMNTSIWNRISLFFYWW  

FSVLIFPFYGVQYLLKDPRQRKLRYSDLGEYIDFMGTPVLCLIADTISFILCFGFLLAICLQEELPVRST  

QYEMFYEYILWSCIVGQIYTEFIQLRKLGWKNYVTHFWNQIDILIIFILFGTAGLRIATLYNIDSLPLVD  

GERDFTGADQIKSQQSVAWVMYGVLGFLQTIKFLSLTDSNNVLGPLQLAMKSMIGDLMQIMLLLLTILVG  

FSVTIMVLMKQIPELYKGKEVPPNFQDLLSTIATLLWALFGFIDFIEEMRRNEGDMLGVYVAFYVIFAAY  

LFMSAVLLLNMLIAMLTTTFERIQHQSDVEWKFARALMFRGYMGGQSYPAPFNLLCHMTIIIFSRIFRCS  

NKPLLGEVRYSDKVDQYREKLIKDLRKRYYVGKNMAVGKKVGGLIDQYNNMLSGKSGESKPSLPKHDRTL  

SALQEGGMRNLNKSVGKSKI 

 

Pic. S2.  The amino acid sequences of hypothetical mechanosensors ML03701a-PA (a) and  

ML038011a-PA (b) from Mnemiopsis leidyi 

а) 

>ML03701a-PA, Mnemiopsis leidyi, annotation not available  

MTGKTDKDSGFRSPAISITSPVSNPSSDAAVDLEQDYRWDREIQSSVKVNSVTSPNLSGGEVSVNSVEKLINLGESTELS  

ALQHTNLEVFPSLEDLRPSNEIFDMIKARDYKGVSKILAERGHKVEIVPKVGCSQLHYTKLNVANTVNEEGDTPLIVAAR  

TDFRMVDMILDYGGDPNATNLERDSPLSIAAVRGDRDSVDALLYAGANLNAAIIKLTSYLRFQTETDVLNSGFESGFSVK  

SLTFLLSNDVYLKCRDPFRAAFDVSKSIEAIVGVRDEFRMEFELLIRDADVFAYKMLDHCDRMWEAREVLDRSHGLLKKA  

IDEGKKRFVGHPFSQQIIIEEWYGKVAYKMFFGKIRIAFRYIMSPVLLPWYLLKFIFFERNRRTKSLAIECSGADHMKLL  

FTPFMCFLTDIFNYLILLALLIATCVLPKESHVPHNVEIALWCCTLSRVLIECDQMWQQGLWRYLPNMWNVLELFSCSLI  

TTAAIYRLVVWQTYDRPTDDAVTAEIVEKMEVLHGDLLNITYLYAVTEFFIILRWLNFLEFFPGLGPLLIALRTLIADVF  

KFVLIVLFTCVMGAAIAVHSVVSTVRSQSDKYTELYKNYNDATSHSSDVRVHPYTNKTIPAFFKDFPTCLINVIWSTFGL  
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LEVPEIEVGNDSTSTYVVYIILLLYIILAVVLMLNMLIALLNNTFERIQGNCDIEWKYARSELLKEYRNGQPFLFPFHFL  

LIPITMWYRSAIEKQHLQKRETTGNLEGQTDRDKLFCTLCERYSRSKPSVSDALGMFEGLSLDRRETFAEVVALQRHNSV  

MRRGGSNRKESRTYSSGKSDTIKSTTKV 

б) 

>ML038011a-PA, Mnemiopsis leidyi, annotation not available  

MSRVSRHTSNHGNHPPGNHGNRDPGYKVLPAQMSTPDLPEKIGPVTRAPGLVHHSGLTTHSLLSDIEDQGDLDLLGTRDA  

INNDIYIYFLVTVRLWRLMLRLLTHLALLSLCIVCIIHLPFQPSDGLKVQCVRTMQYLTMLNFRCTVFTPFVRAFIRYEC  

MSVCVSICLSASVSVCLVCLSVCLSNTVKPRLREKGGLDSDEVGALHYAARYNHQAVMQLLVDFNANVNNPAQDDLTPLH  

YAARYTPKGTADMDFEETTVVDINAPLPPTKIAYFVRTRFLIPIFSTKLSDIYNRAVLQEEDEPEGEEDKEEEEEEDKEE  

EELPTEDLQATRSISEIIAEDFGSPPVKFLLDQGANVNAKDKYGLTALHCAADRGNYAAVIELLKHPSIIIECQDKQGET  

PLQLAVRANSMPCVRKLLSVGARANCENFNQLSALHSACVESNLEIVKMLCDKLEHEGVKNFINKTNDESMTALHFAVEV  

GAEDVVNFLVDKGADVTLKRKNLDTPLHLAANHGFVEIATKLIGNGHTIDLDAKNLERMTPLHSAARMDREKMMHLLIDR  

GANLEALDKDGSTPLIMAAGWGQMAAVQILLEAGADVHAQDKRDKTAIFHAVEESRPKVLKLLLDRRGKENLGNEIDRFQ  

NTPLHLASQLGYISCVKVLLEFGFASDAQNEDDMCPLHLAALHGRIQTVKELVKWDPAIVNDEDEIANTPLHYAAQAGHV  

KTVIFLTEESADVDAKNQFGWTPMDCAAACGMTKTLAALLDAGGEVDPIDKAKTTPLHLAAKNGHVATVEFLLDHGANIR  

LTDVDGNNALELATMHTKKEVAEAIIEHKKWYAAMDNKHPNGDTPMKKLIRMMPDVAIQVFNKCTDDSCNPEHMTNDHKE  

YQVEFDYRYLDEMEDEDESADPGDNKSYISQDTTILTDPDFKPGQMSHHPLQVMVKAKRIELLDHPLVQSLIYNKWECYG  

KWFYYFNLTIYLIYLISLTIFALNQKPPYSARDDGVKLTNILDCNETQKAAAALSDTTIKCVEFDQHKKVLVQIAGYIVL  

ATSALRLVLELAQFIVQRVKYFSVMNFIELVLFGSSIYFCHTVFYGLQIIKYRPQWQMGVFSVFIAWMNLIMFLRKFPRI  

GIYIVMFVTVLLTFLQIMIILLIFIVAFALSFNMVLDKFPAFLDVLPSIMKTFVMMTGELEYDGYYVEEPLFYPEASYGL  

FICFVIIVPIVFMNLLVGLAVDDIKEVQHRAGLERSVMKIELIFQVENLLPKAYLRKINLKKAKYFVNQAKRILGLTIKD  

IPFNGESINDALHPTKTGVDELKSSTESLEKSVRRMRVQVEQLTQQNSHIIRMLHTLSAGTSSQASDDINVDQDLLTELG  

SKPSLTSRSLDNAAQTLVAEHKVFDRWNRQSHSHR 

 

Pic. S3. Phylogenetic relationships between individual subunits of mouse (5z96), Drosophila (5vkq), 

and Mnemiopsis (ML234550a-PA/AFK83798.1, ML03701a-PA and ML038011a-PA) TRP channels  
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Interlinear note. Amino acid sequences were subjected to multiple alignment using the Clustal Omega 

(1.2.4) program [36]. The data obtained in Newick format was used to build a dendrogram using the 

TreeDyn 198.3 program [37], where the branch lengths are compared to 0.2 long bar, the branching 

support value was less than 50%. 

 

Pic. S4. Structural models of ML03701a-PA and ML038011a-PA hypothetical 

mechanosensors from Mnemiopsis leidyi, ML03701a (a), ML038011a-delta with a truncated 

ankyrin domain (b); the red arrow indicates ankyrin repeats, the green arrow points to an α-

helix with a kink, the visualization with the RasMol program [18] 
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https://www.multitran.com/m.exe?s=interlinear+note&l1=1&l2=2

